
structural constituent of ribosome

heat shock protein binding

histone deacetylase binding

mRNA binding

protein N−terminus binding

ubiquitin protein ligase binding

ubiquitin−like protein ligase binding

unfolded protein binding

gated channel activity

ion gated channel activity

voltage−gated channel activity

voltage−gated ion channel activity

amide binding

antigen binding

peptide binding

actin binding

enzyme activator activity

GTP binding

GTPase activity

guanyl nucleotide binding

guanyl ribonucleotide binding

nucleoside binding

purine nucleoside binding

purine ribonucleoside binding

ribonucleoside binding

phosphatase binding

phosphatidylinositol binding

phosphatidylinositol phosphate binding

phospholipid binding

transferase activity, transferring acyl groups

transferase activity, transferring acyl groups other than amino−acyl groups

magnesium ion binding
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