
cell junction organization

epithelial cell migration

epithelium migration

negative regulation of neurogenesis

regulation of epithelial cell migration

tissue migration

cell killing

cellular response to interferon−gamma

cotranslational protein targeting to membrane

establishment of protein localization to endoplasmic reticulum

interferon−gamma−mediated signaling pathway

negative regulation of immune effector process

negative regulation of immune response

positive regulation of GTPase activity

positive regulation of leukocyte mediated immunity

protein targeting to ER

regulation of GTPase activity

regulation of lymphocyte mediated immunity

SRP−dependent cotranslational protein targeting to membrane

translational initiation

axon ensheathment

ensheathment of neurons

entry into cell of other organism involved in symbiotic interaction

entry into host

entry into host cell

entry into other organism involved in symbiotic interaction

establishment of protein localization to membrane

myelination

negative regulation of cell development

negative regulation of multi−organism process

negative regulation of nervous system development

positive regulation of cellular amide metabolic process

positive regulation of translation

viral entry into host cell

central nervous system neuron differentiation

dendrite development

dendrite morphogenesis

developmental maturation

postsynapse organization

regulation of dendrite development

regulation of synapse organization

ADP metabolic process

axon development

modulation of chemical synaptic transmission

nicotinamide nucleotide biosynthetic process

nucleoside diphosphate phosphorylation

purine nucleoside diphosphate metabolic process

purine ribonucleoside diphosphate metabolic process

pyridine nucleotide biosynthetic process

regulation of synapse structure or activity

regulation of trans−synaptic signaling

ribonucleoside diphosphate metabolic process

synapse assembly

adenylate cyclase−modulating G protein−coupled receptor signaling pathway

apoptotic mitochondrial changes

regulation of postsynaptic membrane potential

calcium ion regulated exocytosis

establishment of synaptic vesicle localization

neurotransmitter secretion

positive regulation of cell projection organization

positive regulation of neuron projection development

regulation of calcium ion−dependent exocytosis

regulation of neurotransmitter transport

regulation of regulated secretory pathway

regulation of synaptic vesicle cycle

signal release from synapse

synaptic vesicle exocytosis

synaptic vesicle localization

synaptic vesicle transport

phosphatidylinositol metabolic process

regulation of cation channel activity

ciliary basal body−plasma membrane docking

cytoskeleton−dependent intracellular transport

membrane docking

organelle localization by membrane tethering

peptidyl−lysine modification

positive regulation of protein localization to membrane

regulation of mRNA processing

regulation of protein localization to membrane

regulation of RNA splicing

cerebral cortex development

pyruvate metabolic process
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