gene ontology

synaptic vesicle localization
ribonucleoprotein complex subunit organization
ribonucleoprotein complex assembly

regulation of trans-synaptic signaling
regulation of axonogenesis

modulation of chemical synaptic transmission
axonogenesis

regulation of synapse organization

protein targeting to membrane

protein acylation

axon development

telencephalon development

regulation of synaptic plasticity

regulation of neuron projection development
protein localization to cell periphery
postsynapse organization

positive regulation of neuron differentiation
pallium development

negative regulation of protein complex assembly
localization within membrane

forebrain development

dendrite morphogenesis

dendrite development

cerebral cortex development

vacuole organization

regulation of RNA splicing

regulation of protein stability

regulation of MRNA processing

regulation of macroautophagy

organelle localization by membrane tethering
membrane docking

macroautophagy

histone methylation

DNA-templated transcription, elongation
cellular response to starvation

regulation of transmembrane transport

positive regulation of synaptic transmission
translational initiation

SRP-dependent cotranslational protein targeting to membrane
RNA catabolic process

respiratory electron transport chain

protein targeting to ER

protein localization to endoplasmic reticulum
protein folding

oxidative phosphorylation

nuclear-transcribed mRNA catabolic process, nonsense-mediated decay
nuclear-transcribed mRNA catabolic process

mRNA catabolic process

of protein to reticulum
cotranslational protein targeting to membrane
vesicle-mediated transport in synapse
synaptic vesicle cycle

regulation of synaptic vesicle cycle

regulation of dendrite development

ER to Golgi vesicle-mediated transport
synapse organization

regulation of synapse structure or activity
regulation of muscle contraction

regulation of cell-substrate adhesion
regulation of cell-matrix adhesion

regulation of cation channel activity

protein autophosphorylation

peptidyl-serine phosphorylation

negative regulation of nervous system development
learning

regulation of mRNA metabolic process
negative regulation of cellular response to growth factor stimulus
protein acetylation

peptidyl-lysine acetylation

internal protein amino acid acetylation

internal peptidyl-lysine acetylation

histone acetylation

response to wounding

regulation of ossification

negative regulation of neurogenesis

behavior

adherens junction organization
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#genes
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