
multicellular organismal homeostasis

regulation of anatomical structure size

microtubule polymerization or depolymerization

mitotic spindle organization

phagocytosis

positive regulation of endocytosis

positive regulation of hemopoiesis

positive regulation of protein polymerization

regulation of mRNA stability

regulation of RNA splicing

regulation of RNA stability

regulation of transcription from RNA polymerase II promoter in response to stress

cotranslational protein targeting to membrane

establishment of protein localization to endoplasmic reticulum

Fc−epsilon receptor signaling pathway

innate immune response activating cell surface receptor signaling pathway

nuclear−transcribed mRNA catabolic process, nonsense−mediated decay

positive regulation of cellular amide metabolic process

positive regulation of translation

protein targeting to ER

SRP−dependent cotranslational protein targeting to membrane

stimulatory C−type lectin receptor signaling pathway

cerebral cortex development

gliogenesis

hindbrain development

locomotory behavior

pallium development

phosphatidylinositol metabolic process

protein localization to plasma membrane

telencephalon development

cyclic−nucleotide−mediated signaling

synapse assembly

peptidyl−tyrosine modification

peptidyl−tyrosine phosphorylation

positive regulation of peptidyl−tyrosine phosphorylation

regulation of cation channel activity

regulation of ion transmembrane transporter activity

regulation of peptidyl−tyrosine phosphorylation

regulation of transmembrane transport

regulation of transmembrane transporter activity

regulation of transporter activity

behavior

axon development

establishment of synaptic vesicle localization

neurotransmitter secretion

postsynapse organization

response to calcium ion

signal release from synapse

synapse organization

synaptic vesicle localization

synaptic vesicle transport

axonogenesis

camera−type eye morphogenesis

modulation of chemical synaptic transmission

positive regulation of cellular protein catabolic process

positive regulation of proteasomal protein catabolic process

positive regulation of proteolysis involved in cellular protein catabolic process

post−Golgi vesicle−mediated transport

protein localization to cell periphery

protein stabilization

regulation of postsynaptic membrane potential

regulation of synaptic vesicle cycle

synaptic vesicle cycle

synaptic vesicle exocytosis

DNA damage checkpoint

DNA integrity checkpoint

negative regulation of dephosphorylation

nucleoside diphosphate metabolic process

nucleoside diphosphate phosphorylation

nucleotide phosphorylation

pyruvate metabolic process

regulation of axonogenesis

regulation of phosphoprotein phosphatase activity

regulation of protein dephosphorylation
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