
0.37

0.61

1

1.65

0.37

0.61

1

1.65

01
(4.91e−01)

02
(1.23e−02)

03
(7.95e−02)

HA_1 HA_2 MS_1 MS_2 MS_3 HA_1HA_2HA_3MS_1MS_2MS_3MS_4 HA_1HA_2HA_3HA_4HA_5MS_1MS_2MS_3

0.67

1

1.49

fo
ld

 c
ha

ng
e

total(k) 0.005 0.010 0.015 0.020 disease HA MS

ENSG00000188389_PDCD1

0.55
0.74

1
1.35
1.82

0.55
0.74

1
1.35
1.82

01 02 03

A
D

C

A
D

D

A
D

E

A
D

C

A
D

D

A
D

E

A
D

C

A
D

D

A
D

E

0.78
1

1.28
1.65

fo
ld

 c
ha

ng
e


