
0.67

0.82

1

1.22

0.82

1

1.22

1.49

01
(1.02e−09)

02
(1.65e−27)

03
(6.29e−26)

HA_1HA_2HA_3HA_4HA_5MS_1MS_2MS_3MS_4MS_5 HA_1HA_2HA_3HA_4HA_5MS_1MS_2MS_3MS_4MS_5 HA_1HA_2HA_3HA_4HA_5MS_1MS_2MS_3MS_4MS_5

0.55
0.67
0.82

1
1.22
1.49

fo
ld

 c
ha

ng
e

disease HA MS total(k) 0.25 0.50 0.75

ENSG00000179144_GIMAP7

0.82
0.9

1
1.11
1.22

0.82
0.9

1
1.11
1.22

01 02 03

A
D

C

A
D

D

A
D

E

A
D

C

A
D

D

A
D

E

A
D

C

A
D

D

A
D

E

0.82
0.9

1
1.11

fo
ld

 c
ha

ng
e

p−value

1e−10


