
0.82

0.9

1

1.11

1.22

0.74
0.82

0.9
1

1.11
1.22

01
(3.31e−01)

02
(8.68e−02)

03
(3.03e−02)

HA_1HA_2HA_3HA_4HA_5MS_1MS_2MS_3MS_4 HA_1HA_2HA_3HA_4HA_5MS_1MS_2MS_3MS_4MS_5 HA_1HA_2HA_3HA_4HA_5MS_1MS_2MS_3MS_4MS_5

0.82

1

1.22

fo
ld

 c
ha

ng
e

total(k) 0.1 0.2 0.3 disease HA MS

ENSG00000125952_MAX

0.86
0.9

0.95
1

1.05
1.11
1.16

0.9
0.95

1
1.05
1.11

01 02 03

A
D

C

A
D

D

A
D

E

A
D

C

A
D

D

A
D

E

A
D

C

A
D

D

A
D

E

0.9
1

1.11

fo
ld

 c
ha

ng
e


