fold change

fold change

[y

o2}

a
1

[N
1

0.61 -%

ENSGO00000158813_EDA

totallky © 002 O 004 O 0.06 disease O HA © MS

mTconv mTreg nTconv nTreg
(1.90e-02) (7.44e-01) (4.96e-07) (1.46e-02)

B e I
% 037 ?|T %%HW o.el-w |

p-value

0.67
0.37 1

HA1AH2181A/3/3/3/3/8_5 HAHANSMSMSMSMS 5 HAHA12181A1913/13/318 5 HAHRHRHBHAMSVISVSVS - 4 (o) 0.1
mTconv . mTreg " nTconv nTreg o ool
1.65 . 1.82
# ¢ 1 _%_ 4- 128 © @ 1 <> O o001
= 2 - 1 -=-==-122 ¢_ i
: 0.78 1 - = -
T T T T T T T T T T T T O 1e-04
O [a] w Q [a) Ll O [a] w Q [a) w
[a) a Q [a] [a) [a] [a)] [a) [a] a [a) o
< < < < < < < < < < < < O 1e-05
O 1e-06



