
0.37

0.61

1

1.65

0.67

1

1.49

0.05

0.14

0.37

1

2.72

mTconv
(1.04e−10)

mTreg
(6.90e−41)

nTconv
(1)

nTreg
(4.21e−04)

HA_1HA_2HA_3HA_4HA_5MS_1MS_2MS_3MS_4MS_5 HA_1HA_2HA_3HA_4HA_5MS_1MS_2MS_3MS_4MS_5 MS_1 MS_2 MS_3 HA_1HA_2HA_3HA_4MS_1MS_2MS_3MS_4

0.37

1

fo
ld

 c
ha

ng
e

disease HA MS total(k) 0.05 0.10 0.15 0.20

ENSG00000154165_GPR15

0.61
1

1.65

0.95
0.98

1
1.03
1.05

0.61
0.78

1
1.28
1.65
2.12

mTconv mTreg nTconv nTreg

A
D

C

A
D

D

A
D

E

A
D

C

A
D

D

A
D

E

A
D

C

A
D

D

A
D

E

A
D

C

A
D

D

A
D

E

0.67
1

1.49
2.23

fo
ld

 c
ha

ng
e

p−value

1e−04

1e−05

1e−06

1e−07

1e−08

1e−09

1e−10

1e−11

1e−12

1e−13

1e−14

1e−15

1e−16

1e−17

1e−18

1e−19

1e−20


