
SGK1
(8.15e−01)
(1.00e+00)

CD6
(2.58e−01)
(1.00e+00)

GRN
(3.63e−04)
(2.00e−03)

MGAT4A
(1.41e−03)
(2.74e−06)

PRDM1
(1.95e−05)
(1.08e−08)

CTLA4
(2.86e−03)
(2.00e−16)

HERPUD1
(5.22e−04)
(5.75e−18)

LIMS1
(1.88e−03)
(3.11e−05)

RSBN1L
(6.22e−04)
(1.27e−06)

LBH
(4.35e−04)
(2.00e−08)

HSPA8
(2.82e−03)
(2.09e−09)

TRAF3IP3
(6.58e−03)
(8.46e−19)

JUNB
(1.46e−01)
(7.77e−21)

ICAM2
(1.93e−03)
(3.29e−21)−10
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Cor=0.42 (bulk |t| > 2), p=1.01e−92, N=8,272


